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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/7 33,507 



DATE: 12/21/200 0 
TIME: 08:41:11 



Input Set : A:\B16 01-3.pct.seqlist.txt 
Output Set: N:\CRF3\1221200 0\I7 3 3507.raw 

3 <I10> APPLICANT: Agriculture and Agri-Food Canada; The University of Saskatchewan 

5 <.120> TITLE OF INVENTION: Cyclln Dependant Kinase Tab ib.i Lars as Plant Growth 

6 Regulators 

8 <130> FILE REFERENCE: 81G01-3 

C--> 10 <14 0> CUE EE. NT APPLICATION NUMBER: US/09/7 3 3,5 07 

C--> 11 <141> CURRENT FILING DATE: 2000-12-02 

13 <15()> PRIOR APPLICATION NUMBER: CA 2,256,121 

14 <151> PRIOR FILING DATE: 199 8-12-31 
16 --:160> NUMBER OF SKQ ID NOS : .16 

1« <170> SOFTWARE: Patentln Ver . 2.0 
2 0 <.21f)> SEO ID NO: 1 
21 <211> LENGTH: 9 04 

2 2 ^212> TYPE: DNA 

23 <213> ORGANISM: Arabidopsis thalxana 

2 5 <.220> FEATURE: 

2 6 < 2 2 1> NAME/ KEY: CDS 

2 7 <2 22> LOCATION ; ( 55 ) . . ( 62 7 ) 

2 9 <220> FEATURE: 

3 0 <2 21> NAME/ KEY : .intron 

31 <2 22> LOCATION: (2 52).. (253) 

3 3 <2 2 0> FEATURE: 

3 4 <221> NAME/ KEY : Intron 

35 <222> LOCATION: (296).. (297 ) 

3 7 <220> FEATURE: 

3 8 <2 2 1 > NAME/KEY : j.n t ron 

39 <222> LOCATION: (563 ).. ( 564 ) 

41 <4 00> SEQUENCE : 1 

42 atetetctct ctcacagaga t.tgtaacttc acgcacacgt aacctaaatc gaag a tg 57 

4 3 Met 
4 4 1 

46 gtg aga aaa tat aga aaa get aaa gga att gta gaa get gga gtt teg 10 5 

4 7 Val Arg Lys Tyr Arg Lys Ala Lys Gly lie Val Glu Ala Gly Val Ser 

4 8 ^5 10 15 

50 tea acq tat atg eag eta egg age egg aga att gtt tat gtt aga teg 153 

51 Ser Thr Tyr Met Gin Leu Arg Ser Arg Arg lie Val Tyr Val Arg Ser 

52 20 ' 25 30 

54 gaa aaa tea aye Let gtc tee gte gte ggt gat aat gga gtt teg teg 2 0 "J 

55 Glu Lys Ser Ser Ser Val Ser Val Val Gly Asp Asn Gly' Val Ser Ser 
5G 3 5 40 4 5 

58 Let tgt agt gga age aat gaa tat dag aag aaa gaa tta a ta eat ctg 249 

5 9 Ser Cys Ser Gly Ser Asn Gin Tyr Lys Lys Lys Glu Leu lie His Leu 
60 50 55 60 65 

6 2 gag gag gaa gat aaa gat gqt gac act gaa acg teg acg tat cga egg 297 
6 3 Glu Glu Glu Asp Lys Asp Gly Asp Thr Glu Thr Ser Thr Tyr Arg Arg 

64 70 75 30 

66 gtg acg aag agg aag ett Ltt gaa aat ctg aga gag gag gag aaa gaa 34 5 

67 Val Thr Lys Arg Lys Leu Phe C.lu Asn Leu Arg Glu Glu Glu Lys Glu 
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RAW SEQUENCE LISTING DATB : \ 2/21/2000 

PATENT APPLICATION: US/09/7 3 3, 507 T I'Mf:, : 08:41:11 



Input Set : A:\816 01~3.pct.seqlist.txt 
Output Set: N:\CRF3\122L2000\I733507.raw 



6 8 






85 










90 










95 








7 0 gad 


tta 


agt 


naa 


tec 


atg 


gag 


aat 


ta t 


tea 


teg 


gaa 


ttt 


gaa 


teg 


gcg 


393 


7 1 G 1 u 


Leu 


Ser 


Lys 


Ser 


Met 


Glu 


Asu 


Tyr 


Ser 


Ser 


Gl u 


Plie 


Glu 


Ser 


A 1 rJ 




12 




100 










105 










110 










1\ gtJ: 


aaa 


g a a 


tcq 


tr.a 


gat 


tgt 


tgt 


tgt 


age 




agg 


aaa 


acq 


atg 


qag 


4 41 


7 5 Val 


Lys 


Glu 


Ser 


Leu 


Asp 


Cys 


Cys 


Cys 


Ser 


Gly 


Arg 


Lys 


Thr 


Met 


Glu 




7 6 


115 










120 . 










125 












78 gag 


acq 


gtg 


acq 


gcg 


gag 


gag 


gag 


gag 


aag 


gcg 


aaa 


ttg 


atg 


a eg 


gag 


489 


7 9 Glu 


Thr 


Va 1 


Thr 


Ala 


Glu 


Glu 


Glu 


Glu 


Lys 


Ala 


Lys 


Leu 


Met 


Thr 


Glu 




8 0 130 










135 










14 0 










14 5 




3 2 atg 


cca 


acg 


qaa 


teg 


gaa 


att 


gaa 


gat 


ttt 


ttt 


gtg 


gaa 


got 


gag 


aaa 


537 


8 "J Met 


Pro 


Th r 


Glu 


Ser 


Glu 


lie 


Glu 


Asp 


Phe 


Phe 


Va 1 


Glu 


Ala 


Glu 


Lys 




84 








150 










155 










.160 






8 6 caa 


etc 


aaa 


gaa 


aaa 


ttc 


aag 


aag 


a a g 


tac 


aat 


ttc 


g a t 


ttc 


gag 


aag 


585 


8 7 Gin 


Leu 


Lys 


Glu 


Lys 


Phe 


Lys 


Lys 


Lys 


Tyr 


Asn 


Phe 


Asp 


Phe 


Glu 


Lys 




8 8 






165 










170 










175 








9 0 gag 


daq 


cca 


tta 


gaa 


gga 


cgt 


tac 


gaa 


tgg 


gta 


aag 


tta 


gag 






627 


91 Glu 


Lys 


Pro 


Leu 


Glu 


Gly 


Arg 


Tyr 


Glu 


Trp 


Val 


Lys 


Leu 


Glu 








9 2 




18 0 










185 










190 










94 tqaagaagaa qaaqaagttt atggtttttt 


ttttaacttt 


ttagatttta atatt 


tcagg 


687 


96 gaataagtta attttatttt gttgatttgg 


aaa ta taaga 


1 1 1 g tag gag g a a t g t tt 1 1 


747 


98 agaagtacga aatt.gcacag aaaaagaaga 


aag c ttt 


tta 


aca gat t. 1 


ta gageccagaa 


80 7 


100 aagtegtgtc 


ttttagctct acttttacct cttcttcgaa 


tcttgtgtat 


ettttagcat 867 


10 2 dttctttagL 


aca tttttat gtttttggtg actgata 












9 04 


10 5 <210> SKQ ID NO 


: 2 


























106 <211> LENGTH: 191 


























107 <212> TYPE: 


PRT 




























108 013> ORGANISM: 


Arabidopsis 


thai i an a 
















110 <4 00> SEQUENCE: 


2 


























111 Met 


Val 


Arg 


Lys 


Tyr 


Arg 


Lys 


Ala 


Lys 


Gly 


He 


Val 


Glu 


Ala 


Gly 


Val 




1 12 1 








5 










10 










15 






1 1 4 Ser 


Ser 


Th r 


Tyr 


Met 


Gin 


Leu 


Arg 


Ser 


Arg 


Arg 


He 


Val 


Tyr 


Val 


Arg 




I 15 






20 










25 










3 0 








117 Ser 


Glu 


Lys 


Ser 


Ser 


Ser 


Val 


Ser 


Val 


val 


Gly 


Asp 


Asn 


Giy 


Val 


Ser 




118 




35 










4 0 










45 










1.20 Ser 


Ser 


Cys 


Ser 


Giy 


Ser 


Asn 


Gl u 


Tyr 


Lys 


Lys 


Lys 


Glu 


Leu 


He 


His 




121 


50 










55 










6 0 












12 3 Leu 


Gl u 


Glu 


Glu 


Asp 


Lys 


Asp 


Gly 


Asp 


Thr 


Glu 


Thr 


Ser 


Thr 


Tyr 


Arg 




124 6 5 










70 










75 










80 




126 Arg 


Val 


Thr 


Lys 


Arg 


Lys 


Leu 


Phe 


Glu 


Asn 


Leu 


Arg 


Glu 


Glu 


Glu 


Lys 




127 








85 










90 










95 






12 9 Glu 


Glu 


Leu 


Ser 


Lys 


Ser 


Met 


Glu 


Asn 


Tyr 


Ser 


Ser 


GlU 


Phe 


Glu 


Ser 




130 






10 0 










105 










110 








13 2 Ala 


Val 


Lys 


Glu 


Ser 


Leu 


Asp 


Cys 


Cys 


Cys 


Ser 


Gly 


Arg 


Lys 


Thr 


Met: 




133 




115 










'12 0 










125 










135 Glu 


Glu 


Thr 


Val 


Thr 


Ala 


Glu. 


Glu 


GlU 


GlU 


Lys 


Ala 


Lys 


Leu 


Met 


Thr 




136 


130 










135 










14 0 












138 Glu 


Met 


P ro 


Thr 


Glu 


Ser 


Glu 


Tie 


Glu 


Asp 


Phe 


Phe 


Val 


Glu 


Ala 


Glu 




139 .145 










150 










15 5 










160 
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1 4 1 
142 
144 
145 
14 8 

14 9 
150 
151 

1 5 3 
154 

15 6 
158 
160 
'1 6 2 

16 4 
166 

16 8 
170 

17 2 
174 
177 

17 8 
179 
180 
182 
.1 8 3 
! 8 5 

18 7 

18 9 
191 

19 3 

19 5 
197 
2 00 
201 
2 02 

20 3 
205 
206 
208 
210 
212 
214 
216 
2.18 
221 
2 22 
223 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 3 3 , 507 

Input Set : A:\81601-3.pct.seqlist.txt 
Output Set: N:\CRF3\12212000\l733507.raw 



DATE: 12/21/2000 
TIME: 08:41:11 



Lys Gin Leu Lys 



Glu Lys Phe Lys Lys 
165 

Leu Glu 



Gl 



\rg 



Lys 
!.7 0 
Tyr Gin 
185 



Lrp 



ccggagaat t 
tggagtttcy 
qyaggaqyaa 
qaagctttt t 
ttattoatcg 
yaaaacqatg 
qatgccaacg 
aaaa ttcaay 
cgaatgggta 
tagattttaa 
ttigtaggagy 



coggagaa tt 
Lggagaat ta 
gcgggaggaa 
tgacggaga t 
tcaaagaaaa 
gacgt Lacga 
aactttttag 
ata 



gtttatgtta 
tcgtcttgta 
qa taaagat q 
gaaaatctga 
gaatttgaat 
gaggagacgg 
gaa tcgqaaa 
a a g a a g t a c a 
aaqttagagt 
ta tttcagyg 
aa tq ttttta 



Lys Glu Lys Pro 
180 

<210> SEQ ID NO: 3 
<211> LENGTH : 660 
<212> TiPL: ON A 

<213> ORGANISM : A rabid ops i s t ha liana 
<4 00> SEQUENCE: 3 
acgtat.atgc ugctacggag 
gtetccytcg tcggtgataa 
aagaaayaat taatacatct 
tatcgacggg gtacgaagag 
ttaagtaaat ccatggagaa 
g a ttg t tg t L g t a g eg g g a y 
aaggcgaaat tgatgacgqa 
gctgaqaaac aactcaaaqa 
aagccatr.ag aaggacgtta 
t gg tt tt t 1 1 1 1 1 a a c 1 1 1 1 
ttgatt; tqga aatataagat 
<2:i0> SEQ ID NO: 4 
<211> LENGTH: 44 3 
<212> TYPE: DHA 

<213> ORGANISM: Arabidopsis tha liana 
<4 00> SEQUENCE: 4 
aegta t a t g c a g c t a c g g a g 
gtctccgtcg teqgtgataa 
ategttagat tgttgttgta 
ggaggagaag gcgaaattya 
tgtggaagct gagaaacaac 
gaaggagaag ccattagaag 
a a g tt t a t g g 1 1 1 1 1 1 1 1 1 1 
tattttgttg atttgyaaat 
<210> SEO ID NO: 5 
<211> LENGTH: 377 
<,212> TYPE: DNA 

<213> ORGANISM: Arabidopsis thaliana 
<4 00> SEQUENCE: 5 

gagttatttt aggggtaoga agaggaagct ttttgaaaat 
agaattaagt aaatccatgg agaattattc ateggaattt 
gttagattyt tgttytagcg ggaggaaaac gatggaggag 
gatgaeggag atgecaaogg aatcggaaat tgaagatttt 
actcaaagaa aaattcaaga agaagtacaa tttcgatttc 
aggaegttae gaatgggtaa agttayagtg aagaagaaga 
ttaactttLt agatttt 
<2'L0> SEQ ID NO: 6 
<211> LENGTH: 7 55 
<212> TYPE: DNA 

<213> ORGANISM: Arab i.dops.i s tha l iana 



Asn Phe Asp Phe Glu 
1.7 5 

Val Lys Leu Glu 
190 



gtttatgtta 
ttcatcygaa 
aacgatgqaq 
qccaacggaa 
attcaagaag 
atggg taaag 
attttaatat 



gateggaaaa 
g tggaagcaa 
gtgacactga 
gaqagy agga 
cggcggttaa 
tgacygcgga 
ttga aqattt 
atttcgattt 
gaagaagaag 
aaraagttaa 
gaag tacgaa 



gateggaaaa 
ttt gaategg 
gagaegg tga 
tcggaaatt.g 
aagtacaa tt 
ttagagtgaa 
ttcayggaat 



atcaagctct 6 0 
tgaalataag 12 0 
aacqtcqacq 180 
g a a a g a a g a a 24 0 
agaategtta 30 0 
gqagqaqgaq 36 0 
ttttgtggaa 420 
cgagaaqgag 48 0 
aagaagttta 54 0 
ttttattttg 6 00 
attgeacaga 66 0 



atcaagctct 6 0 
eggttaaaga 12 0 
eggegyagga 18 0 
aagattttf.t 240 
tcgattteya 30 0 
gaagaagaag 3 60 
aagttaa* tt 420 
44 3 



ctgagagagg 
gaateggegg 
gaggaggaga 
tttgtggaag 
gagaaggaga 
agaagtttat 



aggagaaaga 
ttaaayaat c 
aggegaaatt 
ctgagaaaea 
agecattaga 
ggtttttttt 



6 0 

12 0 

13 0 

2 40 

3 00 
36 0 
377 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/733,507 

Input Sftt : A:\816 01-3.pct.seqlist.txt 
Otftfut Set: N:\CEF3\12212000\l733507.raw 



DATE: .12/21/2000 
TIME: 08:41:11 



226 
227 
2 29 
2 31 
233 
2 35 
2 37 
2 3 r i 
241 
24 3 
2 45 
24 7 

24 9 

25 i 
2 54 
2 55 
256 
257 
259 
2 60 
262 
2 6 4 
2 b 6 
268 
270 
272 
2 74 
276 
273 
280 
282 
2 84 
2 86 
2 89 
290 
2 91 
2 92 
2 94 

2 95 
29 7 
299 

3 01 
303 
305 
307 
3 09 
311 
3 1 3 
34 5 



<4 00> SEQUENCE: 6 

gtggaatcta ggataattct gtctccgtgt gtacaggcga 
cagcagqagc qtcqgaqaeg agtgttqtta 
aagaacagtg tcaaatrgaa gaagaagatt 
tigaaat-cgua acggagaatc yaatttgtag 
aaacagaaac gtcgtggatt tacgatgatt 
dttcttettc qqtqgctgtt qaaqatqtay 



qcqagaaat t 
ret ccyyttg 
acatcygaaq 
gacgategtg 
aLqadCatqq 
aaqagt ctcc 
aaagat ettc 
gatgagecac 
tgatgataa t 
etttgetttg 
aataacatgt 
tttct.cgatt 
<210> 
<211> 
<212> 
<213> 
<4 0 0> 

daadaaaaqc 
a ay eg aga gc 
ct taa t.ga tt 
tcttcttr.cg 
ggagaagaaa 
qaaa tegega 
gaaaccgaaa 
gaqgg t ttgg 
ccyggggtga 
agtcaagacg 
gaacegcttg 
tocat.gaaga 
acagctctay 
aaaacacqac 
<210> SEO 
<211> 
<2I2> 
<213> 
<4 00> 

ctct e tccag 
ga ttctgagt 
ttacgctcac 
tcayattccy 
tcaagcatca 
ttttc agate 
aatttcagga 
teggcyaega 
tcaccgacgc 
cga ttcacag 
cag tgggtta 



atgagacggt gaaggaagct qagttzagaag 
ggaataagtt gttggaatyt tctatgaaqt 
tLggtggagg aagatacgag tgggttaaat 
gatgatcatt gttttcacca aagtacttat 
atttttcttt taacaaaatc eaaatytaga 
aattcaactt ttgtttgtac ttccttgayg 
aataaactat aagtttataa ctaaa 
SEO ID NO: 1 
LENGTH: 824 
TYPE : DNA 

ORGANISM: Arabidopsis tbaliana 
SEQUENCE : 7 

agaq aga gay 
ttgeayaaga 
ott ctgat. tc 
ttgct.tcgtc 
gLgatcagtc 
agaacaqttc 
cc tea aca tt 



agcacaoaaa aatccaaqaq 
age t. tic a a g c a c a a g ct t c t 
atca c c g g a c t c t c a ■ t g a c g 
ggcggctr.ta gegtctgatg 
c t eg a g t a t c a g c t c c g g 1 1 
qtcgtttggt gtaqatctgg 
ca tcaccagc aa ttteagaa 
gaqaaacqac aacagaaatg gaa tea teat 
gyaagactee aacggcggcg gagattgagg 
g c a a 1 1 c a t a g a a a a g t a c a 
caagtgggat cgactttaag 
aaaataggtt ttgttt tt.cg 
1 1 1 a a a a a c c t a t g 1 1 a c t: a 
aaatttcgga tcttggctac 



egaatcgegg 
tagtacgacq 
cgtcggt ttc 
atcttgayya 
tga a taagag 

dqtC teqecq 

acttttt tea 
ataaettcga 
tyaatccatg 
tatttctctt 
tatctttctc 
taattaa tta 



tggaa tty tg 
gcgayattet 
ytgttgttct 
aaataaeggt 
tgaggaa teg 
cagg ttaagq 
yyizggeggay 
tttcgagaaa 
aagaagacga 
e tgtaataai 
tcgaataatc 
gat teg tgtt 



ataagaagaa 
aaygtegcta 
agacaaaaqa 
tctat.ttctc 
ctt tataa tg 
ID WO: 8 
LENGTH: 54 2 
TYPE: DMA 

ORGANISM: Arabidopsis thaliana 
SEQUENCE : 8 

agaaaactat aatgagcttg agagaaat.ga 
acgaaggate aaacatcaag aggatgagac 
cgacgagaac tctttcttct tcttcctctt 
gaggtttctg ctccgtcycg ttatctgaag 
gctctggttg ttccagcagc gaaactaacg 
tggaggetea 
aacagggaa t. 

cgyagatyag agatcagaga aagaeggaga 
aggcagaget tgatgacttt ttcteggegg 
aaaagtacaa ctacgacatc gteaatgata 
gtcLgaaaec Ltayaagcca tygaagaaea 



tgaaatctcc gaaaccgaaa 
ttcatcaa g c g a g a a t c t g g 



a g a a a a a a a L 
caeca of gaa 
tea teg to tt 
a at gttccgt 
gtt tcaccaq 
agga tea tea 
aagagacgag 
eg yea a eg aa 
att.tgttctc 
acttcgatat 
cca tea aaa a 
t.gg tta a cat 
qttcgtacaa 
taa a 



gcqaaa caaa 
tegatgatga 
ct tctetggc 
aagaagacga 
aaa tegctae 
tc t eaacgtt 
gag aaa cage 
aga aga agaa 
eggagaga ta 
cgccgcttga 
aci 



qagegaqaqa 
gaaaacqaag 
cgegg t ttca 
tacca teggt 
tgaatcgaaa 
aatcgaaacc 
Lccag tgagt 
gagaaaacaa 
yqagctagag 
tgtcaatgac 
geaaatacca 
ttccacttgt 
aacaaaacaa 



a coca a gaga 
tga tgacgt.t: 
ttactcg g tt 
tcatctaagc 
teg tcttcca 
actcaccaac 
agaaatggac 
ga tggaaaaa 
cgaaeayaaa 
aggtegg tac 



60 

12 0 

180 

24 0 

300 

360 

420 

48 0 

540 

600 

660 

720 

755 



6 0 

120 

18 0 

240 

300 

36 0 

4 20 

4 80 

54 0 

600 

660 

720 

780 

824 



6 0 

120 

ISO 

2 4 0 

300 

36 0 

420 

4 80 

540 

600 

642 
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SAW SEQUENCE LISTING DATE; .12/21/2000 

PATENT APPLICATION: US/09/733, 507 TIME: 08:41:11 

InpuL Set : A:\81601-3.pct.seqlist.txt 
Output Set: N:\CKF3\12212000\l733507.raw 

3 IB <2.10> SJ20 TD NO: 9 
31 9 <21b LENGTH: 5 33 
3 20 <212> TYPE: DMA 

321 <213> ORGANISM: Arabldopsis thaliana 
3 23 <4 00> SEQUENCE: 9 

324 attaaagagt ctggticeag gtctcgccjtt gactcggtta actcggctcc tgtagctcag 60 
326 agctctaatg aagatgaatg ttttgacaat ttcgtgagtg tcca.agt.tto ttgtqgtgaa .120 
32B aacagtotcg gttttgaate aagacacagc acaagggaga gcaogccttg taactttgtt 180 
.330 gaggatatgg agatcatggt facaccaggg tctagcacga ggtcgatgtg cagaqcaacc 240 
332 aaagagtaca caagggaaca agataacgtg atcccqacca ctagtgaaat ggaggagttc 300 
3 34 tttgcatatg cagagcagca gcaacayagg cLat. tcatgg agaagtacaa cLtcgacatt 360 
336 gtgaatgata tcccccLcag cggacgttac qaatgggtgc aagteaaacc atgaagttea 420 
338 aaaggaaaea gctrcaaaag acatggtgtg aagttagaga attgtgatgg agtttaacag 430 
34 0 aaetaaceaa acatcagaaa tcgtgttaat ccttaagtta ataatgtggg tta 5 33 

3 43 <210> SEO ID NO: 10 
3 44 <211> LENGTH: 19.1 
34 5 <212> TYPE: PRT 

346 <213> ORGANISM: Arabldopsis thaliana 
34 8 <4C)0> SEQUENCE: 10 



34 9 


Met 


Val 


Arg 


Lys 


Tyr 


Arg 


Lys 


Ala 


Lys 


Gly 


1 le 


Val 


Glu 


Ala 


Gly 


Val 


3 50 


1 








5 










10 










15 




352 


Ser 


Ser 


Thr 


Tyr 


Met 


Gin 


Leu 


Arg 


Ser 


Arg 


Arg 


lie 


Val 


Tyr 


Val 


Arg 


353 








2 0 










2 5 










30 






3 55 


Ser 


Glu 


Lys 


Ser 


Ser 


Ser 


Val 


Ser 


va L 


Val 


Gly 


Asp 


Asn 


Gly 


Val 


Ser 


35 6 






3 5 










40 










45 








3 53 


Ser 


Ser 


Cys 


ser 


Gly 


Set 


Asn 


G.l u 


Tyr 


Lys 


Lys 


Lys 


Glu 


Leu 


lie 


His 


359 




50 










5 5 










60 










3 61 


Leu 


Glu 


Glu 


Glu 


Asp 


Lys 


Asp 


Gly 


Asp 


Thr 


Glu 


Thr 


Ser 


Thr 


Tyr 


Arg 


3 6 2 


65 










7 0 










7 5 










80 


3 64 


Arg 


Gly 


Thr 


Lys 


Arg 


Lys 


Leu 


Cys 


Glu 


Asn 


Leu 


Arg 


Glu 


Glu 


Glu 


Lys 


365 










9 5 










00 










95 




36 7 


Glu 


Glu 


Leu 


Ser 


Lys 


Ser 


Me t 
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386 <210> SEQ ID HO: II 

38 7 <211> LENGTH: 176 

38 8 <212> TYPE: PRT 

380 <213> ORGANISM: Arabidopsis thaliana 

391 <4 00> SEQUENCE; 11 

392 Val Glu Ser Arg He He Leu Ser Pro Cys Val Gin Ala Thr Asn Arg 
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